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320 325 330 

Phe Tyr Gly Asn Cys Phe Val lie Cys Gly Val Leu Tyr Ala Val 

335 340 345 

Asp Ser Tyr Asn Gin Arg Asn Ala Asn lie Ser Tyr Ala Phe Asp 
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<210> 6 

<211> 271 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID NO: 2821011CD1 

<400> 6 
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<210> 7 
<211> 325 
<212> PRT 

<213> Homo sapiens 
<220> 

<22i> misc_f eature 

<223> Incyte ID NO: 2921920CD1 

<400> 7 

Met Leu Ser Met Leu Arg Thr Met Thr Arg Leu Cys Phe Leu Leu 
15 10 15 

Phe Phe Ser Val Ala Thr Ser Gly Cys Ser Ala Ala Ala Ala Ser 
20 25 30 

Ser Leu Glu Met Leu Ser Arg Glu Phe Glu Thr Cys Ala Phe Ser 
35 40 45 

Phe Ser Ser Leu Pro Arg Ser Cys Lys Glu lie Lys Glu Arg Cys 
50 55 60 

His Ser Ala Gly Asp Gly Leu Tyr Phe Leu Arg Thr Lys Asn Gly 

65 70 75 

Val Val Tyr Gin Thr Phe Cys Asp Met Thr Ser Gly Gly Gly Gly 

80 85 90 

Trp Thr Leu Val Ala Ser Val His Glu Asn Asp Met His Gly Lys 

95 100 105 

Cys Thr Val Gly Asp Arg Trp Ser Ser Gin Gin Gly Asn Lys Ala 
HO 115 120 

Asp Tyr Pro Glu Gly Asp Gly Asn Trp Ala Asn Tyr Asn Thr Phe 
125 130 135 

Gly Ser Ala Glu Ala Ala Thr Ser Asp Asp Tyr Lys Asn Pro Gly 
140 145 iso 

Tyr Tyr Asp lie Gin Ala Lys Asp Leu Gly lie Trp His Val Pro 
155 160 165 

Asn Lys Ser Pro Met Gin His Trp Arg Asn Ser Ala Leu Leu Arg 
170 175 iQO 

Tyr Arg Thr Asn Thr Gly Phe Leu Gin Arg Leu Gly His Asn Leu 
185 190 195 

Phe Gly lie Tyr Gin Lys Tyr Pro Val Lys Tyr Arg Ser Gly Lys 
200 205 210 

Cys Trp Asn Asp Asn Gly Pro Ala lie Pro Val Val Tyr Asp Phe 
215 220 225 

Gly Asp Ala Lys Lys Thr Ala Ser Tyr Tyr Ser Pro Tyr Gly Gin 
230 235 240 

Arg Glu Phe Val Ala Gly Phe Val Gin Phe Arg Val Phe Asn Asn 
245 250 255 

Glu Arg Ala Ala Asn Ala Leu Cys Ala Gly lie Lys Val Thr Gly 
260 265 270 

Cys Asn Thr Glu His His Cys lie Gly Gly Gly Gly Phe Phe Pro 
275 280 285 

Gin Gly Lys Pro Arg Gin Cys Gly Asp Phe Ser Ala Phe Asp Trp 
290 295 300 

Asp Gly Tyr Gly Thr His Val Lys Ser Ser Cys Ser Arg Glu lie 
305 310 315 

Thr Glu Ala Ala Val Leu Leu Phe Tyr Arg 
320 325 
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<210> 8 

<211> 3519 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID NO: 714029CB1 

<400> 8 

gcgcgccgcg tcccacgtac cccgccgcgc cgggcaagaa gatggcggga tcagtggccg 60 
acagcaatgc cgtggtgaaa ctagatgatg gccatttaaa caactctttg agctctccag 120 
ttcaagcgga cgtgtacttc ccacgactga tagttccatt ttgtgggcac attaaaggtg 180 
gcatgagacc aggcaagaag gtgttagtga tgggcatcgt agacctcaac ccagagagct 24 0 
ttgcaatcag cttgacctgt ggggactcag aagaccctcc tgccgatgtg gcaatcgaac 300 
tcaaagctgt gttcacagat cggcagctac tcagaaattc ttgtatatct ggggagaggg 360 
gtgaagaaca gtcagcaatc ccttactttc cattcattcc agaccagcca ttcagggtgg 420 
aaattctttg tgagcaccca cgtttccgag tgtttgtgga tggacaccaa ctttttgatt 480 
tttaccatcg cattcaaacg ttatctgcaa ttgacaccat aaagataaat ggagacctcc 540 
agatcaccaa gcttggctga tttaaaccac ctctatttca aataggatca cgtgccacaa 6 00 
ctatctgact gttggtctgg aagaagtgtc ctagcaagat ctggagactt aaaaagaaaa 66 0 
caaaaacaaa tggcaagttt cacttaaggg tggtttgccc ttaagaagaa agctgttggg 720 
acaaagacac cgagccatta tacccagaat aaaataatac atttatgctg gattttattc 780 
agaccaaact aaaatggatt tgtgatgatt tgtgatttgg tagcaaatta ttcatctttt 840 
caaagcaagg caatgcttag aaacagaagt gctaaagaca cttaaaaagc caacaacaac 900 
ggtacagtga aatcaatgca tttctgcact aaagtggaat tgtgtagcac aaccaatatt 960 
ttagtcaggg tatttacata gaatgtaggt tgttcaaggt ttgacttttt ttttgttttt 102 0 
tgtttttgtt tttgtttttg ttttgcacag cataatgtta attcagattg ttgaagcttt 1080 
cttgtagtta tttatttata ctcaatgtat gtattaaaga atgaacaatg tctcaagaac 114 0 
agcaagttgt aaacttttga atgtataaat atcttaggtc caaggggaga aaattacata 1200 
ttacaattat gaaacaggtg aatttctgct ttaaagaatt gagattctcc atacccctaa 1260 
acttaggatc tcttgatata aactgctgta agtgcttttg ggaaaccttt gcaaaaccat 132 0 
tttgataaaa ctgctttcca agttattgtt ggttatgtaa aattctattt acattgcttt 1380 
ttctccttac tgggaattag cacattattg gcttccttaa gactaattat ttctctcttg 1440 
atttatataa tagctcatta agttgttatt aatcaaaaac acaaagaggt gattgcttag 1500 
acaattttta aagtgactat agtataaact tttaaaagaa taatatgaaa atgactgtgg 1560 
aatgcagtgt aaagcagaag caaacggccc tgaataactt acttggaagt aatttatatc 162 0 
aacttaagct gttagctcat tgtataactt ttcttatgtg accctcacca atatccctaa 1680 
gtaatgcctt tggaagcttc agagtagaag atgcttccta ctgtgttggc tctgaggaga 174 0 
tagtaggatt agataggatc cagattagga aatgatccag ttagtttatc tgaaaggtta 1800 
actcccagga ctccaggtct ttgaatccag ccagtagagt gaatgcttcc aattaagctg 1860 
taggtgttac cctgcactta cggaactgat caaacaggtg actccaacag gaggttgcag 1920 
tactgtaaac gtcaccgcaa ggcaagggat gcttaaagtc ctgggttctg gactttaaaa 1980 
gctacattgg ccctggaggg agggaccctt ggcattgctt tgatcaggta gtgagggaag 2040 
acagggttct ggggtggggg tgtatttata tataatttag gttttgtttg tacagcatac 2100 
tgtgtcttgt aatgacacat ccttgtcctg ctttcctttt ttgagttttt tttttttttt 2160 
tacacaacat gcagaggcac tgaagtgacc atgtcatttt caagtgtcaa gaatgtagac 2220 
agtgtttcag taccaaagtc taaaataaac taaaattatg aattttttat aggtgataca .2280 
tttggattct tctcaacttt gaaactgttt agcacagttc cattgtatta tataagaaga 2340 
cactgtatcc aacaagactg gctgtacatt gaaaagcttt atgtaccagc caacttattt 2400 
aaccatattc agcctgttcc gtgggggctg ttctgtggtt ccaggtattt tcaagcctgt 2460 
gattaacttc tcatggcttg tcacttaaaa gtccctaaat ttgagagact taaagggcac 2520 
cttgaaatac atttgtggag ttttgatcca acttatggtg gaagagcccc ataggaagac 2580 
tgttttgagt ggccaaccat tcccacccac tgcataattc agcagaaact agaggagcag 264 0 
ggcgtgtact gattggaatt gacacgctta ttctgtctac ctatcagcta actcattagc 2700 
agccaagccc ttaggcagct tagtgtgaaa atacaatgtt aactgtttgt ttctctgtga 2760 
ggttagtggg aaccgcttgg ataagcctat tgggattaat ctaaatgatg tgatgatttg 2 82 0 
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attcaggtat agcccaaatt agtaaggggc 
ccctctcctg ggcctgtaag gtctaaggtg 
gcttccacag gaaagtattc gggtatgtaa 
gcaataacca aaaccaagga gtataaataa 
ctttagacaa tctgtccatt tctacagtaa 
acttaataga agtgacttct actttttggg 
taaaattttg aagccccatt tcaaatcttg 
cacttttaga attgaggatt tgttaaaatg 
atacccaaaa ggaaggaggg agccctgttt 
ggcattaatg tagaaataat gttcctatga 
ttactgtgtg gtgtaaaatg ttgctaaatg 
atttgcacta taataaagga attttctaca 



tttagctgta aactgaaaac aatattcaca 2880 
agaatttcag gatggaaaat gcaatgtaaa 2 94 0 
ggtgttattt ctgaccagag ccctagttct 3000 
caatcaggct ctgggggaat agaaagcagg 3 06 0 
aattggagtg agtgtgtata tctacttaaa 3120 
ctattccaga agtattttaa aattattatt 3180 
ccgaccttag ttcaaagccc cctgagagat 3240 
gcaagtcatt tcatttgtgt taaaaagaaa 3300 
gccttgagat aaacggcctt ggcattttct 3360 
tgacatattt tcaaagaaac actttcttat 342 0 
tgttgttaca ttatgtcact gctgaaagta 3480 
aaaaaaaaa 3 519 



<210> 9 
<211> 2351 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID NO: 1450775CB1 

<400> 9 

ggagccggag gggcgcacac ttggagctga agccctctcc agggctccgg gccggtgccc 60 
caacggacag aggtcgagga ggacccgcag aggtggcagc ggccgggggc aggaggatgg 12 0 
tgcagaagga gagtcaagcg acgttggagg agcgggagag cgagctcagc tccaaccctg 180 
ccgcctctgc gggggcatcg ctggagccgc cggcagctcc ggcacccgga gaagacaacc 240 
ccgccggggc tgggggagcg gcggtggccg gggctgcagg aggggctcgg cggttcctct 3 00 
gcggtgtggt ggaaggattt tatggaagac cttgggttat ggaacagaga aaagaactct 360 
ttagaaggct ccagaaatgg gaattaaata catacttgta tgccccaaaa gatgactaca 42 0 
aacataggat gttttggcga gagatgtatt cagtggagga agctgagcaa cttatgactc 480 
tcatctctgc tgcacgagaa tatgagatag agttcatcta tgcgatctca cctggattgg 54 0 
atatcacttt ttctaacccc aaggaagtat ccacattgaa acgtaaattg gaccaggttt 600 
ctcagtttgg gtgcagatca tttgctttgc tttttgatga tatagaccat aatatgtgtg 660 
cagcagacaa agaggtattc agttcttttg ctcatgccca agtctccatc acaaatgaaa 72 0 
tctatcagta cctaggagag ccagaaactt tcctcttctg tcccacagaa tactgtggca 780 
ctttctgtta tccaaatgtg tctcagtctc catatttaag gactgtgggt gaaaagcttc 84 0 
tacctggaat tgaagtgctt tggacaggtc ccaaagttgt ttctaaagaa attccagtag 900 
agtccatcga agaggtttct aagattatta agagagctcc agtaatctgg gataacattc 960 
atgctaatga ttatgatcag aagagactgt ttctgggccc gtacaaagga agatccacag 102 0 
aactcatccc acggttaaaa ggagtcctca ctaatccaaa ttgtgaattt gaagccaact 1080 
acgttgctat ccacaccctt gccacctggt acaaatcaaa catgaatgga gtgagaaaag 114 0 
atgtagtgat gactgacagt gaagatagta ctgtgtccat ccagataaaa ttagaaaatg 12 00 
aaggcagtga tgaagatatt gaaactgatg tactctatag tccacagatg gctctaaagc 1260 
tagcattaac agaatggttg caagagtttg gtgtgcctca tcaatacagc agtaggcaag 132 0 
ttgcacacag tggagctaaa gcaagtgtag ttgatgggac tcctttagtt gcagcaccct 13 8 0 
ctttaaatgc cacaaccgta gtaacaacag tttatcagga gcccattatg age cagggag . 144 0 
cagecttgag tggtgagcct actactctga ccaaggaaga agaaaagaaa cagectgatg 1500 
aagaacccat ggacatggtg gtggaaaaac aagaagaaac ggaccacaag aatgacaatc 1560 
aaatactgag tgaaattgtt gaagcgaaaa tggcagagga attgaaacca atggacactg 1620 
ataaagagag catagctgaa tcaaaatccc cagagatgtc catgeaagaa gattgtatta 1680 
gtgacattgc ccccatgcaa actgatgaac agacaaacaa ggagcagttt gtgccaggtc 1740 
caaatgaaaa gectttgtae actgeggaac cagtgaccct ggaggatttg cagttacttg 1800 
ctgatctatt ctaccttcct tacgagcatg gacccaaagg agcacagatg ttacgggaat 1860 
ttcaatggct tcgagcaaat agtagtgttg tcagtgtcaa ttgcaaagga aaagactctg 1920 
aaaaaattga agaatggegg tcacgagcag ccaagtttga agagatgtgt ggactagtga 198 0 
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tgggaatgtt cactcggctc tccaattgtg ccaacaggac aattctttat gacatgtact 2040 
cctatgtttg ggatatcaag agtataatgt ctatggtgaa gtcttttgta cagtggttag 2100 
cgtttgctgc caattgatgg ggcaaatgat ctcttttttc agccacctcc actgactcct 2160 
acctccaaag tttatactat cagaccttat tttcctaagg atgaggcatc cgtgtacaag 222 0 
atttgcagag aaatgtatga cgatggagtg ggtttaccct ttcaaagtca acctgatctt 2280 
attggagaca agttagtagg agggctgctt tccctcagcc tggattactg ctttgtccta 2340 
gaagatgaag a 2351 



<210> 10 

<211> 1195 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Iricyte ID NO: 3369350CB1 



<400> 10 

gggcgagcgc cgcacatgcg ccggggccgg 
tctgcgagct ggatgtccag gctgcgggcg 
tcgcgcctgc cgcggatcaa aagccagacc 
ggaccgcagc ggctgaactc gggtggccgc 
gtgaagtacc tgagccagga ggaggcccag 
cagttcagcg tggaccaact tatggaactg 
aaggcatatc cccccacgtc catgtccagg 
ccggggaata atggaggaga tggtctggtc 
gagccaacca tctattaccc caaaaggcct 
cagtgtcaga aaatggacat ccctttcctt 
gatgaactgt atgagctggt ggtggatgcc 
cgggaaccgt tccacagcat cctgagtgtc 
atcgacattc cctcaggatg ggacgtggag 
ttgctcatct ccctcacagc ccccaaaaaa 
tacctggggg gtcgttttgt gccacctgct 
ccctaccctg acactgagtg tgtctatcgt 
ccccaataaa gacttagagc ccctctcttc 
gcaataaaag tcagtgaatg gtggaagtca 
ctctaggggt aacacaaagg gcaagaggtt 
ctgttagaaa aaaagaaaaa aaaaaaaaaa 



gccgggccgg gccgggccgg gggcgcgcgc 60 
ctgctgggcc tcgggctgct ggttgcgggc 12 0 
atcgcctgtc gctcgggacc cacctggtgg 180 
tgggactcag aggtcatggc gagcacggtg 24 0 
gccgtggacc aggagctatt taacgaatac 3 00 
gccgggctga gctgtgctac agccatcgcc 360 
agccccccta ctgtcctggt catctgtggc 420 
tgtgctcgac acctcaaact ctttggctac 480 
aacaagcccc tcttcactgc attggtgacc 54 0 
ggggaaatgc ccgcagagcc catgacgatt 6 00 
atctttggct tcagcttcaa gggcgatgtt 66 0 
ctgaagggac tcactgtgcc cattgccagc 72 0 
aagggaaatg ctggagggat ccagccagac 780 
tctgcaaccc agtttaccgg tcgctaccat 840 
ctggaaaaga agtaccagct gaacctgcca 900 
ctgcagtgag ggaaggtggg tgggtattct 960 
cagaactgtg gattcctggg agctcctctg 1020 
gagagcaacc ctggggattg ggtgccatct 1080 
gctatggtat ttggaaacaa tgaaaatgga 114 0 
aaaaaaaaaa aaaagaagat cgaat 1195 



<210> 11 
<211> 2235 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID NO: 1648214CB1 



<400> 11 

ccccaggaag cagcttgcaa ccactagcct 
gcaacagatg ctggacccag ggagctctct 
ccaacttgcc aacagctgga cttgatcact 
gaataacaag cggactttgc tctctgctgt 
agcagcggat agagcaggag agcaccaccg 
cagcataaga gactgccctg cttggtgttt 



ggggagggtc cgcatgtgtc aagggtgagg 60 

gccacaggtc agtctacgag gcctcaggga 120 

agctggcaaa ctgagctcac gtatcgggtg 180 

gcaaaacgct gtttttagag gatttgccac 24 0 

gagcccttga gacatccttg agaagagcca 3 00 

tgcaggatga tggtggccct tcgaggagct 360 
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tctgcattgc tggttctgtt ccttgcagct tttctgcccc cgccgcagtg tgcccaggac 420 
ccagccatgg tgcattacat ctaccagcgc tttcgagtct tggagcaagg gctggaaaaa 480 
tgtacccaag caacgagggc atacattcaa gaattccaag agttctcaaa aaatatatct 540 
gtcatgctgg gaagatgtca gacctacaca agtgagtaca agagtgcagt gggtaacttg 600 
gcactgagag ttgaacgtgc ccaacgggag attgactaca tacaatacct tcgagaggct 660 
gacgagtgca tcgaatcaga ggacaagaca ctggcagaaa tgttgctcca agaagctgaa 72 0 
gaagagaaaa agatccggac tctgctgaat gcaagctgtg acaacatgct gatgggcata 78 0 
aagtctttga aaatagtgaa gaagatgatg gacacacatg gctcttggat gaaagatgct 84 0 
gtctataact ctccaaaggt gtacttatta attggatcca gaaacaacac tgtttgggaa 900 
tttgcaaaca tacgggcatt catggaggat aacaccaagc cagctccccg gaagcaaatc 960 
ctaacacttt cctggcaggg aacaggccaa gtgatctaca aaggttttct attttttcat 1020 
aaccaagcaa cttctaatga gataatcaaa tataacctgc agaagaggac tgtggaagat 1080 
cgaatgctgc tcccaggagg ggtaggccga gcattggttt accagcactc cccctcaact 114 0 
tacattgacc tggctgtgga tgagcatggg ctctgggcca tccactctgg gccaggcacc 1200 
catagccatt tggttctcac aaagattgag ccgggcacac tgggagtgga gcattcatgg 1260 
gataccccat gcagaagcca ggatgctgaa gcctcattcc tcttgtgtgg ggttctctat 1320 
gtggtctaca gtactggggg ccagggccct catcgcatca cctgcatcta tgatccactg 138 0 
ggcactatca gtgaggagga cttgcccaac ttgttcttcc ccaagagacc aagaagtcac 144 0 
tccatgatcc attacaaccc cagagataag cagctctatg cctggaatga aggaaaccag 1500 
atcacttaca aactccagac aaagagaaag ctgcctctga agtaatgcat tacagctgtg 1560 
agaaagagca ctgtggcttt ggcagctgtt ctacaggaca gtgaggctat agccccttca 162 0 
caatatagta tccctctaat cacacacagg aagagtgtgt agaagtggaa atacgtatgc 1680 
ctcctttccc aaatgtcact gccttaggta tcttccaaga gcttagatga gagcatatca 1740 
tcaggaaagt ttcaacaatg tccattactc ccccaaacct cctggctctc aaggatgacc 1800 
acattctgat acagcctact tcaagccttt tgttttactg ctccccagca tttactgtaa 1860 
ctctgccatc ttccctccca caattagagt tgtatgccag cccctaatat tcaccactgg 1920 
cttttctctc ccctggcctt tgctgaagct cttccctctt tttcaaatgt ctattgatat 1980 
tctcccattt tcactgccca actaaaatac tattaatatt tctttctttt cttttctttt 2040 
ttttgagaca aggtctcact atgttgccca ggctggtctc aaactccaga gctcaagaga 2100 
tcctcctgcc tcagcctcct aagtacctgg gattacaggc atgtgccacc acacctggct 2160 
taaaatacta tttcttattg aggtttaacc tctatttccc ctagccctgt ccttccacta 2220 
agcttggtag atgta 223 5 



<210> 12 
<211> 1877 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID NO : 2 7432 95CB1 

<400> 12 

tcccagccca ctgtcatccg gggcatcacc tactataaag ccaaggtctc tgaagaagag 6 0 
aatgacattg aagagcagca agatgagttt ttcagcggtg acaatggagt ggatttgctg 12 0 
attgaagatc agctcctgag acacaacggc ctgatgacca gtgtcacccg gacggcctgc 180 
agccacccgt caggacacag cactgctgtg acaagcgacc tgaacgctcg gaccgcaccc .240 
tggtcctcag cactgccaca gccctcgacc tcagatccca gcatcgccaa ccatgcctca 3 00 
gtgggaccaa cactccaaac aacctcggtg tctccagatc ccacaaggga gtcagtcctg 360 
cagccttctc ctcaggtacc agccaccact gtggcccaca cagccaccca gcaaccagca 420 
gccccagctc ctccggcagt gtctcccagg gaggcattga tggaagctat gcacacagtc 480 
ccagtgcctc ccaccacagt cagaacagac tcgctgggga aagatgctcc tgctgggtgg 540 
ggaacaaccc ctgccagccc cacgctgagc cccgaagaag aagatgacat ccggaatgtc 6 00 
ataggaaggt gcaaggacac tctctccaca atcacggggc cgaccaccca gaacacatat 660 
gggcggaatg aaggggcctg gatgaaggac cccctggcca aggatgagcg gatttacgta 72 0 
accaactatt actacggcaa caccctggta gagttccgga acctggagaa cttcaaacaa 780 
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ggtcgctgga gcaattccta caagctcccg 
tacaatggcg ccttctacta caatcgcgcc 
aagcagcgct acgtggctgc ctgggccatg 
ccctggcgat ggcagggcca ctcagacgtg 
ctcatctacc cggccctgga cgatgagggc 
ctcaatgccg cggacctgag cacacagaag 
aatttctacg gcaactgctt cgtcatctgt 
cagcggaatg ccaacatctc ctacgctttc 
aggctgctgt tcgagaatga gtattcctat 
cgcctgctct atgcctggga caatggccac 
tgacaccctt gtccccacaa gcagaagcac 
gtgtgcgcgc acgtgtgtgt aggtgggtat 
taatattgca aatgtaaaat gacaatttgg 
tccatacgtg tatgtgctgg tctcatcctc 
ctccttttga ccagtaacca ccttccttca 
gatctcgacc attgaaaagg tttcttcatc 
agcagaaatg aaagaggcaa gaaagaagtg 
ttggagaagt tttaaaaaac ccagaaaaac 
aaatcaaaaa aaaaaaa 



tacagctgga tcggcacagg ccacgtggta 84 0 
ttcacccgca acatcatcaa gtacgacctg 900 
ctgcatgacg tggcctacga ggaggccacc 96 0 
gactttgctg tggacgagaa tggcctatgg 102 0 
ttcagccagg aggtcattgt cctgagcaag 1080 
gagaccacat ggcgcacggg gctccggagg 114 0 
ggggtgctgt atgccgtgga tagctacaac 120 0 
gacacccaca ccaacacaca gatcgtcccc 126 0 
acgacccaga tagactacaa ccccaaggac 132 0 
caggtcactt accatgtcat ctttgcctac 1380 
agaggggtca ctagcacctt gtgtgtatgt 144 0 
gtgttgttta aaaatatata ttattttgta 1500 
gtctattttt ttatatggat tgtagatcaa 1560 
cccagtttat atttttgtgc aaatgaactt 1620 
agccttcagc ccctccagct ccaagtctca 16 8 0 
tgggtcttgc aggaggcagg caacaccagg 174 0 
ctatgtggcg agaaaaaaag ttttaatgta 1800 
gccttttttt tttaataaag aagaaattta 1860 

1877 



<210> 13 
<211> 1253 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID NO: 2821011CB1 

<400> 13 

gggggcagtg tcctcgcggg ccagcgacgg 
caggagttgg tgtcctgcct gcgctcagga 
taatcagcct ggccttcctg tcactgctgc 
acgcctgctc tgtgcagatc ctcgtccctg 
acaaaggcgc ccccggacgg cctggaagag 
gggacaaagg acagaaaggc agtgtgggtc 
aaggtgagaa aggagattcc ggtgacatag 
tcccatgtga gtgcagccag ctgcgcaagg 
agctgaccag cgagctcaag ttcatcaaga 
gcaagatcta cctgctggtg aaggaggaga 
agggccgcgg gggcacgctg agcatgccca 
catacctggc gcaagccggc ctggcccgtg 
agggcgcctt cgtgtactct gaccactccc 
gtgagcccaa caatgcctac gacgaggagg 
ggaacgacgt ggcctgccac accaccatgt 
tgtgagcctc aggctggggc tgcccattgg 
ggacagagcc cagaccatgg tgccagccag 
cactgagtag agggctgttg tctaaactga 
aagtgttcct ggggtgctgt ctctgaagaa 
aatgtcatta tgtaattatt acccagaatt 
agctatacaa taaaatcttt aagtagtgca 



gcaggacgcc ccgttcgcct agcgcgtgct 60 
tgagggggaa tctggccctg gtgggcgttc 12 0 
catctggaca tcctcagccg gctggcgatg 180 
gcctcaaagg ggatgcggga gagaagggag 24 0 
tcggccccac gggagaaaaa ggagacatgg 300 
gtcatggaaa aattggtccc attggctcta 360 
gaccccctgg tcctaatgga gaaccaggcc 42 0 
ccatcgggga gatggacaac caggtctctc 4 80 
atgctgtcgc cggtgtgcgc gagacggaga 54 0 
agcgctacgc ggacgcccag ctgtcctgcc 600 
aggacgaggc tgccaatggc ctgatggccg 66 0 
tcttcatcgg catcaacgac ctggagaagg 72 0 
ccatgcggac cttcaacaag tggcgcagcg 78 0 
actgcgtgga gatggtggcc tcgggcggct 84 0 
acttcatgtg tgagtttgac aaggagaaca 90 0 
gggccccaca tgtccctgca gggttggcag 960 
ggagctgtcc ctctgtgaag ggtggaggct 1020 
gaaaatggcc tatgcttaag aggaaaatga 10 8 0 
gcagagtttc attacctgta ttgtagcccc 114 0 
gctcttccat aaagcttgtg cctttgtcca 1200 
gtagttaagt ccaaaaaaaa aaa 1253 



<210> 14 
<211> 1142 
<212> DNA 
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<220> 

<221> misc_f eature 

<223> Incyte ID NO: 2921920CB1 

<400> 14 

ggagctccga gtgtccacag gaagggaact 
ccatgctgag gacaatgacc agactctgct 
ggtgcagtgc agcagcagcc tcttctcttg 
ccttctcctt ttcttccctg cctagaagct 
caggtgatgg cctgtatttt ctccgcacca 
acatgacttc tgggggtggc ggctggaccc 
atgggaagtg cacggtgggt gatcgctggt 
cagaggggga tggcaactgg gccaactaca 
gcgatgacta caagaaccct ggctactacg 
atgtgcccaa caagtccccc atgcagcatt 
ccaacactgg cttcctccag agactgggac 
cagtgaaata cagatcaggg aaatgttgga 
atgactttgg tgatgctaag aagactgcat 
ttgttgcagg attcgttcag ttccgggtgt 
gtgctgggat aaaagttact ggctgtaaca 
tcttcccaca gggcaaaccc cgtcagtgtg 
atggaactca cgttaagagc agctgcagtc 
tctatagatg agacagagct ctgcggtgtc 
atttggagac ggaaaaactg gaattctaac 
tc 



atcagctcct ggcatctgta aggatgctgt 6 0 
tcctgttatt cttctctgtg gccaccagtg 120 
agatgctctc gagggaattc gaaacctgtg 180 
gcaaagaaat caaggaacgc tgccatagtg 24 0 
agaatggtgt tgtctaccag accttctgtg 300 
tggtggccag cgtgcacgag aatgacatgc 36 0 
ccagtcagca gggcaacaaa gcagactacc 42 0 
acacctttgg atctgcagag gcggccacga 480 
acatccaggc caaggacctg ggcatctggc 54 0 
ggagaaacag cgccctgctg aggtaccgca 600 
ataatctgtt tggcatctac cagaaatacc 660 
atgacaatgg cccagccata cctgtggtct 720 
cttattactc accgtatggt caacgggaat 78 0 
ttaataacga gagagcagcc aacgcccttt 84 0 
ctgagcatca ctgcatcggt ggaggagggt 900 
gggacttctc cgcctttgac tgggatggat 96 0 
gggagataac ggaggcggct gtactcttgt 102 0 
agggcgagaa cccatcttcc aaccccggct 1080 
aaggaggaga ggagactaaa tcacatcaat 114 0 

1142 



<210> 15 

<211> 316 

<212> PRT 

<213> Homo sapiens 



<300> 

<308> g2810994 
<400> 15 



Met 


Leu 


Ser 


Leu 


Asn 


Asn 


Leu 


Gin 


Asn 


He 


He 


Tyr 


Asn 


Pro 


Val 


1 








5 










10 










15 


He 


Pro 


Phe 


Val 


Gly Thr 


He 


Pro 


Asp 


Gin 


Leu 


Asp 


Pro 


Gly 


Thr 










20 










25 










30 


Leu 


He 


Val 


He 


Arg Gly 


His 


Val 


Pro 


Ser 


Asp 


Ala 


Asp 


Arg 


Phe 










35 










40 










45 


Gin 


Val 


Asp 


Leu 


Gin 
50 


Asn 


Gly 


Ser 


Ser 


Val 
55 


Lys 


Pro 


Arg 


Ala 


Asp 
60 


Val 


Ala 


Phe 


His 


Phe 


Asn 


Pro 


Arg 


Phe 


Lys 


Arg 


Ala 


Gly Cys 


He 










65 










70 










75 


Val 


Cys 


Asn 


Thr 


Leu 


He 


Asn 


Glu 


Lys 


Trp 


Gly Arg 


Glu 


Glu 


He 










80 










85 










90 


Thr 


Tyr 


Asp 


Thr 


Pro 
95 


Phe 


Lys 


Arg 


Glu 


Lys 
100 


Ser 


Phe 


Glu 


He 


Val 
105 


He 


Met 


Val 


Leu 


Lys 
110 


Asp 


Lys 


Phe 


Gin 


Val 
115 


Ala 


Val 


Asn 


Gly 


Lys 
120 


His 


Thr 


Leu 


Leu 


Tyr 
125 


Gly 


His 


Arg 


He 


Gly 
130 


Pro 


Glu 


Lys 


He 


Asp 
135 
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Thr 


Leu 


Gly 


lie 


Tyr 


Gly 


Lys 


Val 


Asn He 


His 


Ser 


He 


Glv 


Phe 










140 








145 










150 


Ser 


Phe 


Ser 


Ser 


Asp 


Leu 


Gin 


Ser 


Thr Gin 


Ala 


Ser 


Ser 


Leu 


Glu 










155 








160 










165 


Leu 


Thr 


Glu 


He 


Val 


Arg 


Glu 


Asn 


Val Pro 


Lys 


Ser 


Gly 


Thr 


Pro 










170 








175 










180 


Gin 


Leu 


Ser 


Leu 


Pro 


Phe 


Ala 


Ala 


Arg Leu 


Asn 


Thr 


Pro 


Met 


Gly 










185 








190 










195 


Pro 


Gly Arg 


Thr 


Val 


Val 


Val 


Gin 


Gly Glu Val 


Asn 


Ala 


Asn 


Ala 










200 








205 










210 


Lys 


Ser 


Phe 


Asn 


Val 


Asp 


Leu 


Leu 


Ala Gly Lys 


Ser 


Lys 


Asp 


He 










215 








220 










225 


Ala 


Leu 


His 


Leu 


Asn 


Pro 


Arg 


Leu 


Asn He 


Lys 


Ala 


Phe 


Val 


Ara 










230 








235 










240 


Asn 


Ser 


Phe 


Leu 


Gin 


Glu 


Ser 


Trp 


Gly Glu 


Glu 


Glu 


Arg 


Asn 


He 










245 








250 










255 


Thr 


Ser 


Phe 


Pro 


Phe 


Ser 


Pro 


Gly Met Tyr 


Phe 


Glu 


Met 


He 


He 










260 








265 










270 


Tyr 


Cys 


Asp 


Val 


Arg 


Glu 


Phe 


Lys 


Val Ala 


Val 


Asn 


Gly Val 


His 










275 








280 










285 


Ser 


Leu 


Glu 


Tyr 


Lys 


His 


Arg 


Phe 


Lys Glu 


Leu 


Ser 


Ser 


He 


Asp 










290 








295 










300 


Thr 


Leu 


Glu 


He 


Asn 


Gly 


Asp 


He 


His Leu 


Leu 


Glu 


Val 


Arg 


Ser 










305 








310 










315 



Trp 



<210> 16 
<211> 1042 
<212> PRT 

<213> Clostridium perfringens 



<300> 

<308> gl44861 



<400> 16 


























Met 


Asn 


Lys 


Asn 


He 


Arg 


Lys 


He 


He 


Thr 


Ser 


Thr 


Val 


Leu 


Ala 


1 








5 










10 










15 


Ala 


Met 


Thr 


He 


Ser 


Val 


Leu 


Pro 


Ser 


Asn 


Leu 


Val 


Val 


Phe 


Ala 










20 










25 










30 


Thr 


Asp 


Gly 


He 


Thr 


Glu 


Asn 


Phe 


Tyr 


Glu 


He 


Tyr 


Pro 


Lys 


Pro 










35 










40 










45 


Gin 


Glu 


He 


Ser 


Tyr 


Ser 


Gly Gly 


Glu 


Phe 


Gin 


He 


Ser 


Asp 


Glu 










50 










55 










60 


He 


Asn 


He 


Val 


Tyr 


Asp 


Asp 


Gly 


He 


Asp 


Thr 


Tyr 


Thr 


Lys 


Lys 










65 










70 










75 


Arg 


Val 


Asp 


Glu 


Val 


Leu 


Glu 


Ala 


Ser 


Asn 


Leu 


Glu 


Ala 


Thr 


Val 










80 










85 










90 


Ser 


Asn 


Glu 


He 


Val 


Pro 


Gly 


Lys 


Thr 


Asn 


Phe 


Leu 


Val 


Gly 


He 










95 










100 










105 


Asn 


Glu 


Ser 


Gly Gly 


Val 


Val 


Asp 


Asn 


Tyr 


Phe 


Asn 


Lys 


Asn 


He 










110 










115 










120 


Pro 


His 


Asp 


Glu 


Ser 


Phe 


Phe 


Asp 


Glu 


Lys 


Met 


Asp 


Ala 


Asn 


He 










125 










130 










135 


Val 


Ser 


Val 


Lys 


Asp 


Gly Val 


He 


Gly Val 


He 


Ala 


Glu 


Asp 


Thr 










14 0 










145 










150 
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Asp Ser Ala Phe Tyr Gly Val Thr Thr Leu Lys His Val Phe Asn 
155 160 iss 

Gin Leu Glu Glu Gly Asn Glu lie Lys Asn Phe Arg Ala Asp Asp 
170 175 180 

Tyr Ala Glu Val Ala His Arg Gly Phe lie Glu Gly Tyr Tyr Gly 
185 190 195 

Asn Pro Trp Ser Asn Glu Asp Arg Ala Glu Leu Met Lys Phe Gly 
200 205 210 

Gly Asp Tyr Lys Leu Asn Gin Tyr Val Phe Ala Pro Lys Asp. Asp 
215 220 225 

Pro Tyr His Asn Ser Lys Trp Arg Asp Leu Tyr Pro Glu Glu Lys 
230 235 . 240 

Leu Ser Glu lie Lys Lys Leu Ala Gin Met Gly Asn Glu Thr Lys 
245 250 255 

Asn Arg Tyr Val Tyr Ala Leu His Pro Phe Met Asn Asn Pro Val 
260 265 270 

Arg Phe Asp Thr Glu Glu Asn Tyr Gin Asn Asp Leu Gly Val lie 
275 280 285 

Lys Ala Lys Phe Thr Gin Leu Leu Glu Asn Asp Val Arg Gin Phe 
290 295 300 

Ala He Leu Ala Asp Asp Ala Ser Ala Pro Ala Gin Gly Ala Ser 
305 310 315 

Met Tyr Val Lys Leu Leu Thr Asp Leu Thr Arg Trp Leu Glu Glu 
320 , 325 330 

Gin Gin Ser Thr Tyr Pro Asp Leu Lys Thr Asp Leu Met Phe Cys 
335 340 345 

Pro Ser Asp Tyr Tyr Gly Asn Gly Ser Ser Ala Gin Leu Lys Glu 
350 355 360 

Leu Asn Lys Ala Glu Asp Asn Val Ser He Val Met Thr Gly Gly 
365 370 375 

Arg He Trp Gly Glu Val Asp Glu Asn Phe Ala Asn Asn Phe Met 
380 385 390 

Asn Asn He Ser Thr Glu Gly His Pro Gly Arg Ala Pro Phe Phe 
395 400 405 

Trp He Asn Trp Pro Cys Ser Asp Asn Ser Lys Gin His Leu He 
410 415 420 

Met Gly Gly Asn Asp Thr Phe Leu His Pro Gly Val Asp Pro Ser 
425 430 435 

Lys He Asp Gly He Val Leu Asn Pro Met Gin Gin Ala Glu Ala 
440 445 450 

Asn Lys Ser Ala Leu Phe Ala He Ala Asp Tyr Ala Trp Asn He 
455 460 465 

Trp Asp Asn Lys Glu Glu Ala Asp Glu Asn Trp Asn Asp Ser Phe 
470 475 480 

Lys Tyr Met Asp His Gly Thr Ala Glu Glu Thr Asn Ser Ser Leu 
485 490 495 

Ala Leu Arg Glu He Ser Lys His Met He Asn Gin Asn Met Asp 
500 505 510 

Gly Arg Val Arg Pro Leu Gin Glu Ser Val Glu Leu Ala Pro Lys 
515 520 525 

Leu Glu Ala Phe Lys Gin Lys Tyr Asp Ser Gly Ala Ser He Lys 
530 535 540 

Glu Asp Ala Leu Glu Leu He Glu Glu Phe Thr Asn Leu Gin Lys 
545 550 555 

Ala Ala Glu Tyr Tyr Lys Asn Asn Pro Gly Asn Glu Arg Thr Arg 
560 565 570 

Asp Gin He He Tyr Trp Leu Asn Cys Trp Glu Asp Thr Met Asp 
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575 






580 










JO J 


Ala 


Ala 


He 


Gly Tyr Leu Lys 


Ser 


Ala 


lie 


Ala 


He 


Glu 


OX Li 


ol y 










590 






595 












Asp 


Asp 


Glu 


Ala 


l Ala Trp Ala 


Asn 


Tvr 


Ser 


Glu 


Ala 


Gin 


C £T> T- 


AT J4 
*-i.-L ct 










605 






610 










615 


Phe 


Glu 


Lys 


Ser 


Lys Thr Tyr 


Gly 


Phe 


His 


Tvr 


Val 


Asp 


His 


Thr 










620 






625 










630 


Glu 


Tyr 


Ala 


Glu 


Val Gly Val 


Gin 


His 


He 


Val 


Pro 


Phe 


He 


Lys 










635 






640 










645 


Ser 


Met 


Gly 


Gin 


Asn Leu Ser 


Val 


Val 


He 


Glv 


Ser 


He 


Val 


Asp 










650 






655 










660 


Pro 


Asn 


Arg 


He 


He Ala Thr 


Tvr 


He 


Ser 


Asn 


Aro 


Gin 


Asp 


Ala 










665 






670 










O / -J 


Pro 


Thr 


Gly Asn 


Pro Asp Asn 


He 


Phe 


Asp 


Asn 


Asn 


Ala 


Ser 


Thr 

X 11X 










680 






685 










o ^ \J 


Glu 


Leu 


Val 


Tyr 


Lys Asn Pro 


Asn 


Arc? 


He 


Asp 


Val 


Gly 


Thr 


xyr 










695 






700 










70 ^ 


Val 


Gly Val 


Lys 


Tyr Ser Asn 


Pro 


He 


Thr 


Leu 


Asn 


Asn 


val 


ulU 










710 






715 












Phe 


Leu 


Met 


Gly Ala Asn Ser 


Asn 


Pro 


Asn 


Asp 


Thr 


Met 




Lys 










725 






730 










/ O 3 


Ala 


Lys 


He 


Gin 


Tyr Thr Val 


Asp 


Gly Arg 


Glu 




He 


Asp 


Leu 










740 






745 










TEA 
f Z> \J 


Glu 


Glu 


Gly Val 


Glu Tyr Thr 


Met 


Pro 


Gly Ala 


He 


Lys 


V d_L 


bill 










755 






760 












Asn 


Leu 


Asp 


Leu 


Lys Val Arg 


Gly Val 


Arg 


Leu 


He 




X 11X7 


ulU 










770 






775 










7pn 


Ala 


Arg 


Glu 


Asn 


Thr Trp Leu 


Gly 


Val 


Arg 


Asp 


He 


Asn 


Val 


Asn 










785 






790 










7QC 


Lys 


Lys 


Glu 


Asp 


Ser Asn Ser 


Gly 


Val 


Glu 


Phe 


Asn 


Pro 


Ser 


Leu 










800 






805 










Q1 ft 


lie 


Arg 


Ser 


Glu 


Ser Trp Gin 


Val 


Tyr 


Glu 


Gly Asn Glu 


Ala 


Asn 










815 






820 










825 


Leu 


Leu 


Asp 


Gly Asp Asp Asn 


Thr 


Gly Val 


Trp 


Tyr 


Lys 


Thr 


Leu 










830 






835 










840 


As n 


Gly Asp 


Thr 


Ser Leu Ala 


Gly 


Glu 


Phe 


He 


Gly Leu 


Asp 


Leu 










845 






850 










855 


Gly 


Lys 


Glu 


He 


Lys Leu Asp 


Gly 


He 


Arg 


Phe 


Val 


He 


Gly Lys 










860 






865 










870 


Asn 


Gly Gly Gly Ser Ser Asp 


Lys 


Trp 


Asn 


Lys 


Phe 


Lys 


Leu 


Glu 










875 






880 










885 


Tyr 


Ser 


Leu 


Asp 


Asn Glu Ser 


Trp 


Thr 


Thr 


He 


Lys 


Glu 


Tyr 


Asp 










890 






895 










900 


Lys 


Thr 


Gly Ala 


Pro Ala Gly 


Lys 


Asp 


Val 


He 


Glu 


Glu 


Ser 


Phe 










905 






910 










915 


Glu 


Thr 


Pro 


He 


Ser Ala Lys 


Tyr 


He 


Arg 


Leu 


Thr 


Asn 


Met 


Glu 










92 0 






92 5 










930 


Asn 


He 


Asn 


Lys 


Trp Leu Thr 


Phe 


Ser 


Glu 


Phe 


Ala 


He 


Val 


Ser 










935 






94 0 










945 


Asp 


Glu 


Leu 


Glu 


Ser Ala Gly 


Asn 


Lys 


Glu 


Asn 


Val 


Tyr 


Thr 


Asn 










950 






955 










960 


Thr 


Glu 


Leu 


Asp 


Leu Leu Ser 


Leu 


Ala 


Lys 


Glu 


Asp 


Val 


Thr 


Lys 










965 






970 










975 


Leu 


He 


Pro 


He 


Asp Asp Leu 


Ser 


Leu 


Asn 


His 


Gly Glu 


Tyr 


He 










980 






985 










990 


Gly Val : 


Lys 


Leu 


Asn Arg He 


Lys 


Asp 


Leu ■ 


Ser 


Asn 


He 


Asn 


Leu 










995 




1000 








1005 
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Glu He Ser Asn Asp Thr Gly Leu Lys Leu Gin Ser Ser Met Asn 
1010 1015 1020 

Gly Val Glu Trp Thr Glu He Thr Asp Lys Asn Thr Leu Glu Asp 
1025 1030 1035 

Gly Arg Tyr Val Arg Leu Phe 
1040 



<210> 17 
<211> 97 
<212> PRT 

<213> Homo sapiens 



<300> 

<308> gl247124 
<400> 17 



Gly 


Pro 


Thr 


Val 


Leu 


Val 


He 


Cys 


Gly 


Pro 


Gly Asn Asn 


Gly 


Gly 


1 








5 










10 








15 


Asp 


Gly 


Leu 


Val 


Cys 
20 


Ala 


Arg 


His 


Leu 


Lys 
25 


Leu 


Phe Gly 


Tyr 


Glu 
30 


Pro 


Thr 


He 


Tyr 


Tyr 
35 


Pro 


Lys 


Arg 


Pro 


Asn 
40 
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